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4%L, 5%L, A, pH 9 - 
C4-6-L-r AGGTTAGGACAGGGTACCAT
Region name Primer name Nucleotide sequences (5'-3') C4-6 C4-6-R-f ATGAAATCGATCATAGCGAT
C8-3-L-r GACACGGTATGTGGATACTC
Region name Primer name Nucleotide sequences (5'-3')
duplications of sub-regions of unduplicated regions
Region name Primer name Nucleotide sequences (5'-3') 
